,rb 2 2% &7
‘f z Q"
‘ﬁ ’/:. n Chin J Clin Res, July 2024, Vol.37, No.7

Cite as: Zhang RN, He JH. Research progress on the mechanism of non-alcoholic fatty liver disease caused by
hepatic insulin resistance [J]. Chin J Clin Res, 2024, 37(7):998-1002.
DOI: 10.13429/j.cnki.cjcr.2024.07.003

Prof. He Junhua, the deputy director of the Department of Endocrinology in the Second
Hospital of Shanxi Medical University, chief physician, postdoctoral fellow of Mayo Clinic, and
doctoral supervisor. She has been awarded the honorary titles of Academic and Technical Leader
of Shanxi Province, Sanjin Talent, High-end Leading Talent of Clinical Medicine of Shanxi
Provincial Health Commission, and 131 Leading Talent of Shanxi Universities and Colleges. She
is currently the chairman-designate of the Endocrinology Committee of Shanxi Medical
Association, vice chairman of the Endocrinology Committee of Shanxi Society of Integrative
Medicine, vice chairman of the Endocrinology Sub-committee of Shanxi Continuing Medical
Education Association, vice chairman of the Endocrinology Committee of Shanxi Health
Association, and executive member of the Diabetes Committee of Shanxi Medical Association,
etc. He is the chairman of 10 national and provincial research projects. She has presided over
more than 10 national and provincial scientific research projects, and won one first prize and two
second prizes for scientific and technological progress in Shanxi Province. She won the first prize
of the 12th and 15th Excellent Academic Papers of Shanxi Province. She has published more than
50 papers in core journals at home and abroad, including 6 SCI papers, 7 Chinese papers and
more than 30 national papers.

Research progress on the mechanism of non-alcoholic fatty liver disease caused

by hepatic insulin resistance

ZHANG Ruonan, HE Junhua
Department of Endocrinology, The Second Hospital of Shanxi Medical University, Taiyuan, Shanxi 030001, China
Corresponding author: HE Junhua, E-mail: 13007000339@163.com
Abstract: Non-alcoholic fatty liver disease (NAFLD) refers to a clinicopathological syndrome characterized by macrovesicular
steatosis and lipidaccumulation of hepatocytes, except for alchol and other specific factors associated with liver damage. In
terms of etiology, NAFLD is highly correlated with hepatic insulin resistance (IR). In terms of etiology, NAFLD is highly correlated
with hepatic insulin resistance (IR). Elucidation of the pathogenesis of hepatic IR is expected to provide theoretical support for
drug research in NAFLD. Therefore, this article reviews the research progress on the mechanism of NAFLD. Elucidation of the
pathogenesis of hepatic IR is expected to provide theoretical support for drug research in NAFLD.
Keywords: Non-alcoholic fatty liver disease; Hepatic insulin resistance; Molecular mechanism; Lipid metabolism; Inflammatory
response
Fund program: Shanxi Province Science and Technology Cooperation and Exchanges Project (202204041101024); Research
Project Supported by Shanxi Scholarship Council of China (2021-169) Scholarship Council of China (2021-169)

Non-alcoholic fatty liver disease (NAFLD) is one of
the most common causes of liver disease, and its
prevalence continues to rise globally to about 25%[1]. In
China, changes in the prevalence of NAFLD parallel the
epidemiological trends of obesity, type 2 diabetes mellitus
and metabolic syndrome. NAFLD is closely related to the
high prevalence of diabetes mellitus, atherosclerotic
cardiovascular disease, and colorectal tumors, and it has
now become an invisible killer that affects human health.
There is no wonder drug for the treatment of NAFLD at
home and abroad. Therefore, it has become an urgent
problem to clarify NAFLD’s mechanism of action and
effectively prevent disease progression. Numerous
clinical studies have shown that insulin resistance (IR)
plays a key role in the development of NAFLD, while fat
storage is a characteristic of NAFLDJ[2]. This paper will

further explore the relationship between NAFLD and IR,
elucidate its specific molecular mechanism, and provide
more theoretical support for NAFLD drug development.

1 Relationship between NAFLD and IR

The pathophysiologic mechanisms underlying the
development of NAFLD are mainly related to
hepatocellular steatosis, which is mainly due to impaired
regulation of hepatic lipid metabolism, in which hepatic
IR and increased free fatty acid (FFA) play an important
role [3]. Under normal conditions, insulin exerts
physiological functions in the liver including promoting
glycogen  synthesis, inhibiting  gluconeogenesis,
promoting lipid synthesis and inhibiting lipid breakdown.
When the sensitivity of target organs to insulin decreases
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(when IR occurs), the body will produce more insulin
compensatorily to meet the body's glucose metabolism
demand, resulting in high levels of insulin in the blood. In
the IR state, the insulin receptor signaling pathway is
impaired, gluconeogenesis is no longer inhibited, but
hepatic lipid deposition can continue to increase, which
induces the development of NAFLD. It has been found
that in patients with NAFLD, IR elevates the rate of FFA
release from adipose tissue[4], and elevated FFA not only
stimulates insulin secretion, but also causes abnormalities
in  hepatic lipid metabolism and exacerbates
hepatocellular steatosis.

The hepatic de novo lipogenesis (DNL) pathway is
one of the important factors causing the development of
NAFLD, and studies have shown that insulin can promote
hepatic DNL[5]. Therefore, excess insulin in the body
relatively promotes hepatic DNL during IR, increasing
hepatic steatosis. Insulin also stimulates adipose tissue
to secrete adipokines and inflammatory cytokines, which
ultimately leads to dysregulation of adipose tissue
catabolism[6-7]. In turn, fat accumulation in the liver
increases lipotoxicity, leading to increased oxidative
stress, which severely impairs mitochondrial function in
the liver and causes fatty acid accumulation, and the
presence of this positive feedback loop allows for the
continued progression of NAFLD.

2 Molecular mechanisms associated with NAFLD
and IR

Insulin binds to the insulin receptor substrate (IRS)
and signals downstream of the IRS, such as
phosphatidylinositol-3-kinase (PI3K), mitogen-activated
protein kinase (MAPK) and other pathways. IR can be
induced by any abnormal part of protein signaling
pathways. The mechanism of NAFLD-induced IR is
complex, and it is related to the oxidative stress in
adipose tissues and the dysfunctions of the mitochondria,
inflammation, intestinal microbiota dysregulation, and
other factors, and the related molecular mechanisms will
be discussed one by one.

2.1 Liver IR and lipid metabolism

Lipid-induced hepatic IR is mainly activated by the
ceramide or diacylglycerol-protein kinase C (PKC)
pathway to inhibit the phosphorylation of IRS1 and
further inhibit the PI3K/AKT pathway. This pathway
reduces the activation of glycogen synthase and inhibits
glycogen synthesis, and reduces the inactivation of
forkhead box O1 (FoxOl) to increase hepatic
gluconeogenesis, the produced glucose is released into
the blood through glucose transporter protein 2 (GLUT-2)
channels, resulting in a significant decrease in hepatic
sensitivity to insulin[8]. In addition, of the many lipid
molecules associated with NAFLD, diacylglycerol has
been identified as the key molecule causing hepatic IR[9].
Geradshulman's team at Yale University revealed the
specific molecular mechanism involved. In NAFLD, the
accumulated cell membrane sn-1,2-diacylglycerol (DAG)

in the liver activates the PKC protein, which is anchored
to the T1,160 site of the phosphorylated insulin receptor
on the cell membrane. Phosphorylation of this site
inhibits the activation of the insulin receptor, leading to a
decrease in the downstream insulin signalling pathway,
resulting in hepatic IR[10]. Zhao's team found that WD
repeat domain protein 6 (WDR6) was up-regulated in the
livers of mice with IR, and its expression level was
positively correlated with hepatic lipid content; through
combined transcriptomics and other multi-omics analyses,
it was found that WDR6 promotes the phosphorylation of
serine/threonine protein phosphatase 1, which enhances
fatty acid synthetase transcription, leading to increased
fatty acid synthesis and increased hepatic lipid
triacylglycerol production. This study suggests that
WDRG6 is an effective target for the treatment of hepatic
steatosis[11].

2.2 Hepatic IR and mitochondrial dysfunction

Mitochondria are organelles that maintain the energy
required for cellular activity and coordinate energy
metabolism through substrate oxidation, the tricarboxylic
acid cycle, oxidative phosphorylation for the synthesis of
adenosine triphosphate (ATP), and the generation of
reactive oxygen species (ROS). A variety of
mitochondria-related factors are involved in the
development of NAFLD, including reduced B-oxidation,
damage and depletion of the electron transport chain
(ETC), excessive ROS  production, oxidative
stress-mediated cellular damage, and alterations in
mitochondrial ultrastructure, which can induce IR[12]. Jin
et al.[13] found that the tumor necrosis factor
(TNF)-a / Myc interaction zinc-finger protein (Miz)
I-positive feedback loop is a key component in
promoting  non-alcoholic  steatohepatitis ~ (NASH)
progression by an essential molecular mechanism, which
mainly exacerbates mitochondrial damage by inhibiting
mitochondrial autophagy in hepatocytes, leading to
NAFLD progression. Mitochondrial autophagy is the
selective removal of dysfunctional or loss-of-function
mitochondria by autophagosomes, which is regulated by
Parkin protein and phosphatase and tensin homolog
(PTEN)-induced putative kinase (PINK) 1. Studies have
shown that in human NASH, Mizl levels are reduced in
hepatocytes. Mizl binds to peroxiredoxin 6 (PRDX6) and
remains in the cytoplasm, preventing PRDX6 from
interacting with mitochondrial Parkin at the Cys431 locus
and inhibiting Parkin-mediated mitochondrial autophagy.
Meanwhile, decreased mitochondrial autophagy led to
increased ROS and activation of nucleotide-binding
oligomerization domain (NOD)-like receptor pyrin
domain containing 3 (NLRP3) inflammasome, both of
which increased the secretion of pro-inflammatory factors,
which in turn activated the release of TNF-o and
interleukin (IL)-1p from macrophages. TNF-a induced
the degradation of Mizl via E3 ubiquitination, which led
to a further decrease in hepatocyte mitochondrial
autophagy. Thus, it generates a positive feedback loop
that drives NAFLD progression. It has also been
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proposed that receptor-interacting protein kinase (RIPK)
3 is involved in impairing mitochondrial function during
NAFLDJ[14]. Its deletion ameliorates mitochondrial
dysfunction in response to fatty acid overload in
hepatocytes, which may be related to the upregulation of
the peroxisome proliferator-activated receptor y (PPARY).
Still, the specific pathway remains to be explored.
Mitochondrial function and structure changes exacerbate
hepatic fat accumulation, which triggers inflammation
and fibrosis. Fat accumulation promotes the onset and
progression of NAFLD.

2.3 Hepatic IR and the inflammatory response

Chronic inflammation is a hallmark of metabolic
diseases, and in NAFLD, elevated pro-inflammatory
cytokines induce IR[15]. This in turn disrupts the
metabolic balance of the liver. Kupffer cells are
macrophages located in the hepatic sinusoids, which
produce IL-6 and TNF-o when inflammation occurs in
the liver. Inflammatory factors, fatty acids, and other
factors activate the inhibitory kappa B kinase B (IKKp),
which phosphorylates IRS proteins at the inhibitory
serine site to induce IR. Nuclear factor-kB (NF-kB) also
affects insulin signaling by transcriptionally inducing
tyrosine phosphatase protein 1B (PTP1B) and suppressor
of cytokine signaling 3 (SOCS3)[8]. In addition,
inflammatory vesicles are closely associated with the
development of metabolic diseases, as they activate
caspase-1/11 to release IL-1 and IL-18 from cells,
allowing inflammatory responses to occur[15]. It has
been shown that in high-fat-induced metabolic syndrome,
IL-18 inhibits lipid formation and ameliorates IR. In the
presence of ROS, oxidized mitochondrial DNA
(ox-mtDNA) and thioredoxin-interacting protein (TXNIP)
activate the NLRP3 inflammasome[16], resulting in
reduced phosphorylation of the AKT-Ser307 site and
inhibition of IRS/AKT signaling pathway. Inhibition and
impaired  insulin-stimulated  glucose uptake by
hepatocytes, leading to hepatic IR. This role of NLRP3
has been demonstrated in rodents fed a high-fat diet,
which reduces hepatic steatosis by inhibiting the NLRP3
inflammasome  pathway[17]. Inflammatory vesicle
dysfunction leads to an excessive hepatic inflammatory
response, allowing NAFLD to progress to hepatic
fibrosis.

2.4 Liver IR and imbalance of gut microbiota

The production of the gut microbiome and its
metabolites promotes IR in the liver and is involved in the
pathogenesis of NAFLD. An imbalance in the gut
microbiota is defined as a bacterial translocation and an
increase in intestinal permeability, leading to an increase
in fatty acid absorption. This increased intestinal
permeability allows bacterial migration across the
intestinal epithelial barrier, along with the release of toxic
bacterial products, bile acids, lipopolysaccharides (LPS),
and proinflammatory cytokines, which are now thought to
migrate mainly through the portal vein and activate

Toll-like receptors (TLRs) on Kupffer cells, which further
activate NF-kB, resulting in an inflammatory cascade
that promotes development of NAFLD[18]. The gut
microbiota of NAFLD patients is enriched in
ethanol-producing bacteria, such as Escherichia coli,
which produces ethanol under anaerobic conditions.
Some studies have compared the microbiota of NAFLD
patients with those of healthy controls, with the former
producing more ethanol, which can stimulate the NF-kB
signaling pathway by impairing the intestinal barrier
function, leading to increased levels of LPS. LPS plays an
important role in mediating chronic low-grade
inflammation by activating the ERS
GRP78-IRE1a-ASK1 signaling pathway, which promotes
the persistence of metabolic syndrome[19].

Intestinal microbiota can also alter bile acid
metabolism. Bound bile acids in human body are
degraded by intestinal microbiota and converted to
secondary bile acids. Secondary bile acids bind to the
farnesoid X receptor (FXR) and can stimulate insulin
secretion and increase its sensitivity. At the same time,
secondary bile acids activate the Takeda G
protein-coupled receptor 5 (TGRS5)[20], and TGRS
stimulates the release of glucagon-like peptide-1(GLP-1)
from the gut. Therefore, selective modulation of FXR in
the gut may be an effective therapeutic strategy for the
treatment of NAFLD.

2.5 Hepatic IR and oxidative stress

The interaction between oxidative stress and hepatic
IR accelerates hepatocellular injury and inflammatory
response, ultimately leading to liver fibrosis. It has been
documented that detoxification pathways are weakened in
the liver of NAFLD patients, leading to increased ROS
production[21]. ROS activate inflammatory signaling
pathways, such as NF-xB, c-Jun N-terminal kinase (JNK),
and PKC pathways, which stimulate the secretion of
pro-inflammatory factors by the Kupffer cells to
accelerate the progression of NAFLD. In addition, FFA
can also activate inflammatory signaling, impair
mitochondrial function, and increase ROS production,
leading to serine phosphorylation of IRS proteins and
causing IR. It has been reported that the NF-kB/Orail
pathway affects ROS production and further enhances
endoplasmic Reticulum stress (ERS)[22] during NAFLD
pathology and facilitates NAFLD development. Koliaki et
al.[23] found that NASH patients had additional
increased mitochondrial ROS production and damage of
oxidative function compared to patients with simple
steatosis, revealing the important role of oxidative stress
in NAFLD.

Currently, iron death as a form of non-apoptotic cell
death has been found in about 1/3 of patients with iron
overload in NAFLD, as evidenced by elevated serum
ferritin concentrations[24-25]. Therefore, iron-induced
organ damage may play a role in the progression of
NAFLD. In IR, excess FFA leads to upregulation of
mitochondrial citric acid cycle activity, resulting in
increased production of ROS and lipid peroxidation,
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which leads to hepatocyte injury. Due to the pro-oxidant
capacity of iron, iron and iron overload are important
factors in ROS production and the development of
NAFLD and NASH[26]. Increased iron accumulation and
exacerbated steatohepatitis were found in mice[27].
Similarly, another model of mice fed with dietary iron
showed elevated levels of lipid peroxidation derivatives
and exhibited more severe histologic manifestations of
NASH][28]. However, previous studies have shown no
clinical studies linking IR, iron metabolism, oxidative
stress, and NAFLD to NASH.

2.6 Hepatic IR and endocrine hormones

Growth hormone is produced in a pulsatile manner
by the anterior pituitary gland. It stimulates the
production of insulin-like growth factor 1 (IGF-1) via
JAK2 and signal transducer and activator of transcription
(STAT) 5. The relationship between IGF-1 and IR is well
established. Growth hormone deficiency promotes
intrahepatic fat accumulation. Studies have shown that
serum IGF-1 and growth hormone levels are low in
NAFLD patients and correlate with disease severity[29].
Thyroid hormone (TH) acts on thyroid hormone receptor
(TR) o to stimulate hepatic lipogenesis, and plays a
greater role in fatty acid B-oxidation when it acts on TR f.
TH induces hepatic steatosis, and there is a strong
correlation between NAFLD and thyroid dysfunction[30],
but the relationship between the two and IR has been
poorly studied. There is increasing evidence that
androgens are important mediators in regulating hepatic
fat content, and their physiological levels can prevent
fatty liver disease, IR and related metabolic syndromes,
etc. In male 5o reductase type 1 and androgen receptor
knockout mice fed a high-fat diet, the experimental group
developed IR and impaired glucose tolerance earlier than
the control group, and also developed hepatic steatosis
[31]. Higher levels of androgen deficiency due to
testicular resection were observed in males. In addition,
higher levels of triacylglycerols were observed in male
mice with androgen deficiency due to orchiectomy[32].
The importance of endocrine hormones in NAFLD
should not be ignored. However, there are still few
studies and the specific molecular mechanisms need to be
supported by a large amount of experimental data.

2.7 Other Mechanisms

The process by which the autophagic system
selectively recognizes and degrades intracellular lipids is
known as lipophagy. Impaired autophagy has been shown
to be associated with susceptibility to NAFLD in
experimental and clinical studies[33]. Furthermore, it has
been shown that hepatic autophagy is inhibited in
obesity-induced IR mice due to reduced expression of
autophagy-related genes or proteolytic cleavage of
essential autophagy proteins by calpain. In addition,
animals with targeted deletion of autophagy in specific
tissues exhibited IR[34]. These findings suggest that
autophagy dysregulation plays an important role in the

progression of IR and NAFLD. ERS has been observed to
be associated with IR in patients with NAFLD, and ERS
is involved in the development of IR with an increase in
unfolded protein response (UPR)[36]. Five gene variants
have been found to be strongly associated with NAFLD
susceptibility and progression[37], namely
transmembrane 6 superfamily member 2 (TM6SF2),
glucokinase regulator gene (GCKR), membrane-bound
O-acyltransferase 7 (MBOAT?7), and hydroxysteroid 1753
dehydrogenase 13 (HSDI17p13). All of these gene
variants are associated with insulin sensitivity and IR. In
addition, the role of some non-coding RNAs in NAFLD
has also attracted attention[36].

3 Conclusion

NAFLD has become the most common chronic liver
disease in the world, and there is no specific drug in the
clinic. IR plays a key role in the progression of NAFLD.
The molecular mechanism of IR in NAFLD is very
complex. Among all the mechanisms by which hepatic IR
leads to NAFLD, FFA-induced lipotoxicity and activation
of inflammatory response are the two most important
factors. Therefore, drugs that improve lipid metabolism
and produce anti-inflammatory effects hold great promise
in the prevention and treatment of NAFLD by hepatic IR,
but more experimental data are still needed to support
them.
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R KE 4 B8 W BT 976 ( non-alcoholic fatty liver dis-
ease, NAFLD) J2 i Wi 5 975 e 5 DL 9 s IRl 22—, L AR,
T R AE ARV B A FPLE B TE, 290 25% . fErpE,
NAFLD 348 40 5 A8k 2 B0 s FAC I 255 5
TER AT B H M- 17 NAFLD 508 IR | 3h bk A 1k
PR ML AET BRI B 45 T M o 25 14 o R S DIAROG , H
REAYWp A IPNESiE 9 E0] 5 s B ENES TP S & 51
BEXT NAFLD 677 B A2 o DRt Wt A T BIL
il , A7 B8 BH L HE F Ry T AR A R IR, R
I AR BIT ST 32 B I & R HEPL (insulin resistance, IR) &
NAFLD AR O HERR Y, 10 g 5 - AR U & NAFLD %
PERFFER B o AR HE— 5485 NAFLD 5 IR
Z I P OC AR , BB H B> FHLH], O NAFLD 2459t
RAEAETIA R IR SRR

1 NAFLD 51IR Z HRIX &

NAFLD &A= (055 B AR AL 32 22 5 40 B A 1
ASPEA O, PP IR IV AR 1 2 TR A A
R, Horb JFFIE IR F97 23 AR TR (free fatty acid,
FEA) IR PER BB . RO T, S
RAENFE b A4 B A BT BE AL 45 DL A E 5 g 0 )
WA AEHERR I G RO MG o o S B X
5 UM A, B B TR I, BUAR SR 2 o
EA NS 3T PEUNN A TSNS TR )
RUEFFER A, 78 IR REF R EZRES
T PEAL T2 A0, W S 2R N R A (5T DR R SRR
Hinedkgesiin, JEmiis & NAFLD f)r=A:, A5k
I, 7E NAFLD f83% rh TR A 46 7 g 107 41 ZUR8 ik FFA
AT T FEA F T 5 AN ST LIRS 5 3 4000
It H2 TR 0 A3 e, o e T A e s s A2

JFRE AR BT M 3k & B 3% 72 (de novo lipogenesis,
DNL) J&5|#2 NAFLD &AM E LN R Z — R BN
W F AT LU HERFAE DNL o IC7E IR SR, APy
ot 22 B JBE B 3R 3 AE N A2 g I IE DL, i 45 JH i R 07
ASVESE N 98 2R3 W R 105 2H 2153 W B T A
AR N T, e & FEUS M AL R
TSP v %) B s AR 2 8 I i s e , 33
o, 7 A I T SRR T RE 1 IR D R HE A, X
FPOIE RS AFTE 7S NAFLD Rt

2 NAFLD 5 IR #8495 FH#l
Jik I Al 5 R R ARE Y (IRS) &5 45, 4t

IRS FilEf 542, Wi R Ik AILBE-3-3 il ( PI3K) | 24
L O (MAPK) S8R R B R 515 5,
AR — A B S ¥ RE S R IR, NAFLD 5 %
IR [BLHIEE R 32 4%, 5 6 17 4L 4 4R Ak g 38, 2ok 1Ak Ty
REZEHEL ANE 3 RO R A5 DR 2 G, BRRAH G
FHLHI AT — IR

2.1 FFREIR 5 AR BRFTS AL IR 22
A 3 R A 28 R R o I H R 1 C (PKC) il
FERAM ] IRST (IR Ak, iF— 25 3 i) PI3K/AKT i%
1, A —J7 AT LU0 B G B A 0 Db,
MR B 1, 55— T A W DL 2 S Sk AE B ST
(FoxO1) [ 2R 3 3G I e S5 A=, A= B 1% ) 2680 o
A 2 85 E 2 (GLUT-2) 58 8 B A L, {75
FFTHUE o1 £ 2% 110 v B AR ™) . e A, A RS
& KEILOR , 78 A 22 55 JE TR P R U A G 14 g
Ty, A R R BRI E TR (9 G4 43
T HRE K2 Geradshulman H1BAE /R T M #2vh
() ELR Sy FHLEE, 76 NAFLD, T i v FL B2 %) 20 i et
sn-1,2-Z B HMEGE PKC 2, BUE Y PKC B 4
FEAESH LR [ W2 AR 5% 222 A T1160 7 54 5 %47
SRR RRALSS A T e R A2 AR BOE , AT B 1k
Tl R G S A e S, PO IRY . BE
ZEH BN B WD 5 & 4 6 ( WDR6) 7& IR /MR AY
JHERE B8, L 5k 7K P 55 I 0T 5 o 22 1A OG5
L SR 2 2 5 2 4 AR WS 43T, &k B WDR6 W] fiE
k22 R/ A TR AR IR 1 B RR AL, 5+l it
S8R i 1T I B S 5 BN D7 TR R = Tk e
i, FERERG BT iCAR 2 58 2 B WDR6 J2&iA Y7 Ik A
WA i A ke

22 FMFREIR 5 & ket FEl  GoR AR R iR
JELTE B T A S 1 A0 2, T A IR A AL R IR
PEIR A T 2 1L A B — B 1R AR 1 DR BRI 1 4R
(ROS) K prMae i, ZMERAEMECHESS
T NAFLD 9 &A= K e, 45 B A L 1% 3
% (ETC) Z i FIAE (ROS =it £ A AL A
%) 240 REA3 43 LA S R A B T 5 A AR U S SR R R 3
A IR Jin 2557 % SR SR B8 IR T--o ( TNF-
o) /BFFRER 1 1 ( Mizl ) 1F 215 P 2 18 2 =l W G 1 g
it iF & ( non-alcoholic steatohepatitis, NASH ) i &
(1) B LA F-HIL I, 5 B 3 3 I o A i ok ik 1
e IEL RS 5, AT 530 NAFLD i Ji& , Zhr 4
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I 1 I A e T ok T B 2 TR 2k 25 T B 1 4%
Wik, H A2 Parkin 25 (MR (0% R B R I 2 A
(PTEN) if5 5 (1 25 1A ( PINK ) 4 . 0F5% R e
A& NASH 1, Mizl & s 7E A s>, Mizl 5t
IR R 1 6( PRDX6) 454 4 B ZE M S b BHLIE T
PRDX6 7 Cys431 fi i 54 ki{k Parkin A EAEH , 17
il Parkin 415 (1 2R [ . (R B, SRR I
/> ifif5 ROS 38 IFIAZ H R 45 & 55 R AL 45 K4 38kE 32 4k
3 (NLRP3) i /A ) 800 , R 2 388 4 2% T
B 530, 2 T S B A R i TNF-o 11 48 i
AZE(IL)-18, TNF-o AL E3 12 RILES Mizl (1)
RefA , DT S ERTF 40 L b A 1 e ot — 2Bl />, T4 ot
BT AN IE R BIEIR, 8 NAFLD #E R, 54
SEE PR 2 R A TR (B (RIPK3) 2 5 T
NAFLD s gk k ohfigrods ", il fig 51 & 1k
Yy BEA I BRI AL SZ K y(PPARy) 1Y B IRA G, HA
PR3 B A FRR AR . SRR RE NS5 4 1 A5 Ak i) 1
JFERE R T HERL, 51 & T A i FEF4E 4k, 2 3F NAFLD
[ & A R 8 o

23 MREIR 5 Km R B 181k RAE A Mk 2
FYRFE, 76 NAFLD v £ 48 24 ffg I 09 7 i ] 35
IR, I 7 0% JEF I A9 1 P45 o Kupffer 40 g 2
T2 IR E WA, JFIE & A= 4 0 B 7= A TL-6
TNF-ouo SEEH A 105 B8 55 AT LGOS #% -k B 34
AL B (TKKB) , IKKB 23 7E 22 8 WM i i s B IR
LIRS HEH LA S IR, #H F-«B (NF-«B) if 38 i
e SR W A MR W IR i 2 11 1B (PTPIB) 4 i A -7
5L A R 3 (SOCS3) 5 M Bk & R AR 1%
S AN, A DI R B RE /N S AR B
fl % 1 2 e S 2 ), HEnT AR AL Caspase-1/11 ffif5
IL-1 1 IL-18 MM AR Y B ok, S R A5 LA &
A BRI R IS S AR LR A A
IL-18 J0 il fig B A%, [RIBs T LARACS IR, #E ROS i
T, E LRI DNA (ox-mtDNA ) 5 i 4034 26 1A B
YERIEE A (TXNIP) A 3436 48 fiE /AR NLRP3!'® {15
AKT-Ser307 37 /5.5 iR fk ) />, IRS/AKT {5 2 & #4232
IR i 0 22 TR P 40 X A B A OS2 A, AT
EEUHME IR, NLRP3 X FifEH C 7 R gk 8 W57
(4G 1 3h 49 PP A BITIE S, 3 S G 1 3 47 36 e P ) NL-
RP3 S /INACHE B/ D S IE S I A8 7 S8 e /AR
T REREAT B ME R E BV 3L B, NAFLD 3% 5 i/t
J& R - 4Efk

24 JMIEIR 5 A A KA B A K H
AR = () 7= Az a2 SR FFAE ) IR, 2 5 NAFLD (1)

KA. i B R AR S O, I iB B S
B, S SO MR O N . SR TE B T
BB UIBON 781 W W Y. da sk aw = MG N 9 = 2
B RTERR g 285 (LPS) FIMIE 52 4 i B+, H i
AR XS =) 2 B o [ S AL, B0 Kupffer 2
i b7 Toll HE3Z 44 (TLR) , i — 20 3% NF-xB, F:3(
SREJIE I, A2 E NAFLD 9% ', NAFLD
BRI R AT LA A SR AN, T K
AR, A TCE R B 7 A G, A 506 NAFLD
B SRR AR RUE DR AR L, B T 7 AR T 2
T T T T 308 3 48 7 g 2 o Ky K 38 NF - B
fF5@f, 3 LPS Wk EE T+, LPS Al i i#7E ERS
GRP78-IRE1a-ASK1 {553 }& 7£ /1 12 MK R AE
R T B AR AR A A R g e

i 308 TR R 3 T AR B BR AR, AR A 25 6
JIRLT TRt i 1 TR A e 5 S A R PR TR R, A
MR 51 Je b X SZ AR (FXR) 254, al Al JB % 3%
AYIATE R AR . TR, 2 R PEIE TR T 0 G
B ABBTF IR IR & 5(TGRS) ™ TGRS ] il i
RS FZAE R -1 (GLP-1) . IL, il
FhEREPEIE Y FXR iR Y7 NAFLD ] 42 (A %0 iR
JTIRME
2.5 AFREIR HEAC B SAALRIECRTE IR 2 (1]
(AR EL A FH 2 o S 248 L 43 0 A 0 s I, e 4
HFer b . A SCHRIC#E, NAFLD f82 0 v 9 i
TEIRARINES , S EROS Ay A3 . ROS 3% %
JEA5 S %, W NF-kB | c-Jun 22 3 A S 8 Bl (JNK) |
PKC i #%, % i Kupffer 20 itg 23 W A2 & R 1 s
NAFLD {3k . Ak, FFA AT 30 RS 515 5,
BGLRLRTIBE , 381 ROS 7=, 3 IRS 78 [ 1 24
IR IE B IR, A7 24 & 48 H #E NAFLD 5 B
1 FErh NF-kB/Orail 38 #5200 ROS /)77 4 3t — 2
B3 P 5T R K (ERS) 2 A 3 NAFLD (1) % &8
Koliaki 2" % 8, 5 #.4fi i 1 25 ¥ B 3% T o , NASH
BRI BN LR ROS A= 3 i F 48 AL T ik
TR R T AR N AE NAFLD A i SR .

T, BRAE TR A AR T A0 AT T ) — Rl
3,76 NAFLD 1, % B0 1/3 [ R F AEfeigent i, %
BN I B R e T Y R, Bk S A
HH T REAE NAFLD B ik i/ . 78 IR
I FRA 25 5 30 ZOR Ay 15 IR 34805 14 L, =
3 ROS FHG it S Ak (4 7= A= 38 i, DA 5 3501 240
Bt ek rAE AL RE 01, B 2plA ol 2
ROS =4z 1 % NAFLD 1 NASH % B EEH & ™,
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f¢ﬁ¢ﬁﬂﬁ§%%ﬁ%ﬁMEm%%ﬁﬁ
R TR, 55— R A B IR RN B R S B
ﬁuﬂ%m$%m¥%w%ﬂﬁEFEMNMHﬁ
1R ORI, BRAEWTSE B, 1 A i RIFE
W IR M9 kAL 10 0 3 LA B NAFLD il NASH
BRREK
2.6 AFAEIR 5 A bt & A KR EAwTH
DUk ooy 2 A IEiE i JAK2 FE S AL 5 M s i
TG (STATS) fil e 5 Z A A K T 1(IGF-1) 1y
ARG, IGF-1 5 IR KR E WH, ARKEE= S0
P RE I HERR , bt 5% 6 B NAFLD f8 35 (1)1l 1GF-
1R KK PR, L5 ™ B A e
HUR BRI (TH) 7B FH T HUR BRI R 24K o 7T il 3%
JFERIERR 5 A= B, 1 T FRCAR AR B 3R 52 44 B B B i
iz B Ak kT R VE . TH AT %S IEAG I
ARtk NAFLD 55 FUAR i 2y 6 2% 8 =22 18] 7778 2% VI 56
Y HPE S IR 3 RBEITE D, MR 2 fIE
Jie 3¢ O 2 VAT IR D 5 i i A i, ok
BRSSP R LA TR B U 59 IR S AR AR 25 A 4iF
S WG HEME Soc IR R 1 YR IE I 2R 32 R AR 1Y s R
RIS X R A LU, 5255 2 5 B TR RO
AR RS BN AR S 55 AN SR ALY
SO PR e = 4 /DN B 0088 B T g 0 = R
WA P AE NAFLD o i 8 B0 AR 45
240 A0 B HTAHSC I B 58 IR AR D BRI 43 AL A
o B 1 S S
2.7 FAeAuE H W RGP R A AN
PR ) BRI AR T . E SIS G KRB 5T, A
W32 1 EL BRI 5 5 58 NAFLD RIC . esh, B4
FEU, 1T VAR SCSE A ) ek v/ A5 2 1 TGS o
T WG AR (A0 2R 1 /K e 2, IR A 10 IR /LAY
JF AWz B HeAh, AR AU R ik 1
MEh R B IRDY X BERFTE 4 SRR W, [ e ok
7£ IR F1 NAFLD ()it v ile F EEAE . 546, 1
NAFLD &5 ] W3] ERS 5 IR #HC, ERS ffif A&
PFrBEA(UPR) B3NS 5 IR & E™S . Bl
B R BLA TR R 25K 5 NAFLD fi4 5 Sl it Jig o5
PIMIEES BB 6 8 5 A 5t 2 (TM6OSF2) | 7 4
WEF IR F (GCKR) 45 & 8 1 O-Fki: A5 il 7
( MBOAT7 ) . ?‘%§:% R 178 WA B 13
(HSD17@13) i b Kk PR AR (A #8515 2 A0k A
IR A%, A, —2edE4ifS RNA 76 NAFLD  ()4F
R CIP T e N

NAFLD 28 iR 4 Bk 5 UL i) 02 v s, B i
FEIG IR LA Rk 2. IR 76 NAFLD [ i e rp il 25
KHEVE IR #E NAFLD thr iy o FHLGIHE 5 B 4, 18
JHHE TR 330 NAFLD () ir A L, FFA 5 1 IR 85
P M SAE SN S R P e R I 2R . IR, 24
Vel e B I ™ A BT AR AR T, 76 BHIIE IR 51 By A
1GYT NAFLD J7 T HA T [ i 5t , (HAT) 5 0 22 (4 5
B e S
FlEEMEE A R f5 e
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