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Expression and its clinical significance of TGFBI in gastric cancer
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Abstract: Objective To investigate the expression level and clinical significance of transforming growth factor B-
induced gene (TGFBI) in gastric cancer tissue. Methods The samples of cancerous tissue and paired adjacent tissue
were collected from 87 patients who were confirmed with gastric cancer after gastroscopy and pathological biopsy from
December 2019 to December 2020 in Affiliated Hospital of Qinghai University. The relative expression levels of TGFBI in
gastric cancer tissues were detected by RT-qPCR, and the correlation between TGFBI and clinicopathological parameters

The relative expression of TGFBI in gastric cancer tissue [ 0.613 (0.263, 0.884) ] was
significantly higher than that in paired adjacent tissue [ 0.282 (0.141, 0.353) ], and the difference was statistically

was analyzed. Results

significant (Z=4.457, P<0.01); The expression level of TGFBI in gastric cancer tissues was significantly associated
with the degree of tumor differentiation and the depth of invasion ( P<0.05,P<0.01). Conclusion TGFBI expression
level is related to the occurrence and development of gastric cancer and may be used as a biological marker for gastric
cancer, so as to provide theoretical basis for the therapeutic target in gastric cancer.
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Tab. 1 The relationship between the expression level of TGFBI

in gastric cancer tissues and clinicopathological parameters
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