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Abstract: Objective To investigate the plasma expression levels and diagnostic value of long non-coding RNA
(IncRNA) taurine-upregulated gene 1 (TUGI) and IncRNA urothelial carcinoma-associated antigen 1 ( UCA1) in patients
with non-small cell lung cancer (NSCLC). Methods Plasma samples of 60 patients with NSCLC ( NSCLC group) and 60
patients with benign lung disease( control group)from July 2018 to October 2019 were collected ,and the plasma expression
levels of IncRNA TUGI and IncRNA UCA1 were detected by real-time quantitative polymerase chain reaction (qRT-PCR)
to analyze the relationship between the plasma expression levels of IncRNAs and the clinicopathological characteristics.
Receiver operating characteristic (ROC) curve was constructed to analyze the diagnostic efficacy of plasma TUG1 and
UCA1 levels on NSCLC, which was compared with the classical tumor markers carcinoembryonic antigen (CEA) and
cytokeratin 19 fragment (CYFRA21-1) at the same time. Results Compared with control group, the plasma expression
level of TUG1 was down-regulated ,and the plasma expression level of UCA1 was up-regulated in NSCLC group significantly
(all P <0.01). There was no significant difference between the high and low levels of plasma TUG1 and UCA1 expression
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in NSCLC patients’ gender, age, smoking history, tumor diameter, pathological classification, TNM stage, lymph node
metastasis and distant metastasis, etc. (all P >0.05). ROC curve showed that when diagnosing NSCLC alone, AUC of
TUGI (0.72) was close to that of CEA (0.77) ,but greater than that of CYFRA21-1 (0. 66) ,and AUC of UCA1 (0.69)
was similar to that of CYFRA21-1. The sensitivities of TUG1 and UCA1 were 81. 67% and 83. 33% ,respectively and were
slightly higher than those of CEA (58.33% ) and CYFRA21-1(70.00% ). Compared with the individual diagnosis, the
AUC of combined diagnosis of NSCLC by TUGI and UCAIl was the highest (0.82) ,and the specificity (70.00% ) was
improved when the sensitivity was well maintained. Conclusions Compared with those in patients with benign lung
disease, TUGI is down-regulated ,and UCA1 is up-regulated in plasma of NSCLC patients. The diagnosis efficiency of TUGI1
combined with UCA1 for NSCLC is better than that of TUG1,UCAI,CEA and CYFRA21-1 alone, and it is expected to

become a potential diagnostic biomarker for the diagnosis of NSCLC.
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