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Expression and clinical significance of chemokine receptor 7

in esophageal cancer
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Abstract: Objective To investigate the expression and clinical significance of chemokine receptor (CXCR) 7 in
esophageal cancer. Methods The clinical data of 56 patients with thoracic esophageal squamous cell carcinoma diagnosed
in Nantong Third People’s Hospital and Nantong First People’s Hospital from January 2013 to December 2015 were
retrospectively analyzed. Six pairs of cancer tissues and adjacent tissues were randomly selected. The expression of CXCR7
mRNA and protein were detected by Real-time PCR and Western blot. The positive rate of CXCR7 of cancer tissues in 56
cases was detected by immunohistochemistry. The relationship between CXCR7 positive status and clinical features were
analyzed by Chi-square test and Spearman correlation analysis. Follow-up was completed on December 31,2017, and
Kaplan-Meier survival analysis was used to analyze the relationship between CXCR7 positive status and patients’ survival.
Results The expression of CXCR7 mRNA in esophageal cancer tissues was (1.62 +0.08) times than that of adjacent
tissues (£=11.370,P <0.01). The expression of CXCR7 protein was (1.50 +0.09) times than that of adjacent tissues
(1=8.043,P <0.01).CXCR7 was positive in 42 of 56 patients (75.00% ). The positive rate of CXCR7 was correlated
with tumor invasion depth,lymph node metastasis and pTNM stage (all P <0.01). By the end of follow-up, the median
survival time of CXCR7 positive patients was 38 months (95% CI.:14. 83 —57.17) ,which was significantly lower than that
of CXCR7-negative patients (58 months,95% CI.53.13 —61.72,P <0.05). Conclusions CXCR7 is highly expressed in
esophageal cancer,which is closely related to tumor invasion depth,lymph node metastasis and pTNM staging, and affects
the prognosis of patients. It may be a potential target for the diagnosis and treatment of esophageal cancer.
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